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Projects and contributions

Project Imaging type Spatial-omics Outcome

Association with spatial 

transcriptomics (P1)
Prostatectomy H&E 10X  Visium Published in Cancers¹

Clustering for interactive 

segmentation (P2)
Cancer H&E —

Technical presented at NeurIPS LMRL 

workshop²;

Tool evaluation ongoing

Revisiting benign biopsies (P3) Prostate needle H&E — Testing ongoing

Study of lipomatosis ISS (P4) Lymph node DAPI In-situ sequencing Data collection ongoing

Rethinking spatial-omics 

morphological integration (P5)
H&E and DAPI 10X Xenium Design ongoing

TissUUmaps 3.0 Various Various Publication process³

Multiplex analysis tools Various Various Publication process⁴
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Thank you for listening

https://eduardchelebian.github.io/

@EChelebian
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